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Abstract miR-185 has been identified as an important

factor in several cancers such as breast cancer, ovarial

cancer, and prostate cancer. However, its effect and prog-

nostic value in gastric cancer are still poorly known. In this

study, we found that the expression levels of miR-185 were

strongly downregulated in gastric cancer and associated

with clinical stage and the presence of lymph node

metastases. Moreover, miR-185 might independently pre-

dict OS and RFS in gastric cancer. We further found that

upregulation of miR-185 inhibited the proliferation and

metastasis of gastric cancer cells in vitro and in vivo.

Taken together, our findings demonstrate that the miR-185

is important for gastric cancer initiation and progression

and holds promise as a prognostic biomarker to predict

survival and relapse in gastric cancer. It is also a potential

therapeutic tool to improve clinical outcomes in the above

disease.
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Introduction

Gastric cancer is one of the most common malignancies

and is the second leading cause of cancer mortality

worldwide [1]. Nearly half of gastric cancer occurs in

China with an overall 5-year survival rate of approximately

20 % [2], most of which are diagnosed in advanced stages

and thus have lost the opportunity for radical surgery. Lack

of early detection and limited treatment options contribute

to its bad prognosis. Therefore, the identification of novel

mediators of invasion and metastasis, in addition to novel

biomarkers of gastric cancer progression, is crucial to

improve the patient outcome.

miRNA expression has firmly established that miRNAs

regulate various key cellular processes, such as prolifera-

tion, apoptosis, differentiation, development [3], and are

implicated in human diseases, including cancer [4]. An

increasing number of studies have demonstrated that

miRNAs can function as oncogenes or tumor suppressors

and are often dysregulated in tumors [5]. Accumulating

evidence suggests that there are correlations between

miRNA expression and clinical recurrence, development of

metastases, and/or survival [6]. Due to their tissue- and

disease-specific expression patterns and regulatory poten-

tials, miRNAs are being assessed as potential biomarkers

for diagnosis and prognosis of human malignancies [7].

miR-185, located on chromosome 22q11.21, is one of the
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